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Figure S13. Examples of differentially expression (DE) gene near significantly differential boundary (sigDB).
(A) A highly ranked sigDB (loci marked with dotted vertical line) close to a DE gene, MYH6. Shown are
the Hi-C interaction matrices for the ES and CN stages of mouse neural differentiation, the boundary score
(blue), significant boundary (asterisk), a gene track and the expression heatmap from RNA-seq data. Dif-
ferential expression of MYH6 near a sigDB present in day 15 of cardiomyocyte differentiation but absent in
day 80 is shown. (B) A sigDB close to a DE gene, Ncam . Differential expression of Ncaml near the sigDB
that is absent in ES state but appears in CN is shown.



